
SEQUENCE LISTING 



Nathan, C. 

<120> Use of proepithelin to promote wound 
repair and reduce inflammation 

<130> 1676.011US1 

<140> US 10/735,289 

<141> 2003-12-12 

<150> 60/432, 948 

<151> 2002-12-12 

<160> 32 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 593 

<212> PRT 

<213> Homo sapiens 



<400> 1 



Met Trp 


Thr 


Leu 


Val 


Ser 


Trp 


Val 


Ala 


Leu 


Thr 


Ala 


Glv 


Leu 


Val 


Ala 


1 






5 










10 










15 




Gly Thr 


Arg 


Cys 


Pro 


Asp Gly 


Gin 


Phe 


Cys 


Pro 


Val 


Ala 


Cys 


Cys 


Leu 






20 










25 










30 






Asp Pro 


Gly 


Gly 


Ala 


Ser 


Tyr 


Ser 


Cys 


Cys 


Arg 


Pro 


Leu 


Leu 


Asp 


Lys 




35 










40 










45 








Trp Pro 


Thr 


Thr 


Leu 


Ser 


Arg 


His 


Leu 


Gly 


Gly 


Pro 


Cys 


Gin 


Val 


Asp 


50 










55 










60 










Ala His 


Cys 


Ser 


Ala 


Gly His 


Ser 


Cys 


He 


Phe 


Thr 


Val 


Ser 


Gly 


Thr 


65 








70 










75 










80 


Ser Ser 


Cys 


Cys 


Pro 


Phe 


Pro 


Glu 


Ala 


Val 


Ala 


Cys 


Gly 


Asp 


Gly 


His 








85 










90 










95 




His Cys 


Cys 


Pro 


Arg 


Gly 


Phe 


His 


Cys 


Ser 


Ala 


Asp 


Gly 


Arg 


Ser 


Cys 






100 










105 










110 






Phe Gin 


Arg 


Ser 


Gly 


Asn 


Asn 


Ser 


Val 


Gly 


Ala 


He 


Gin 


Cys 


Pro 


Asp 




115 










120 










125 








Ser Gin 


Phe 


Glu 


Cys 


Pro 


Asp 


Phe 


Ser 


Thr 


Cys 


Cys 


Val 


Met 


Val 


Asp 


130 










135 










140 










Gly Ser 


Trp 


Gly 


Cys 


Cys 


Pro 


Met 


Pro 


Gin 


Ala 


Ser 


Cys 


Cys 


Glu 


Asp 


145 








150 










155 










160 


Arg Val 


His 


Cys 


Cys 


Pro 


His 


Gly 


Ala 


Phe 


Cys 


Asp 


Leu 


Val 


His 


Thr 








165 










170 










175 




Arg Cys 


He 


Thr 


Pro 


Thr Gly 


Thr 


His 


Pro 


Leu 


Ala 


Lys 


Lys 


Leu 


Pro 






180 










185 










190 






Ala Gin 


Arg 


Thr 


Asn 


Arg 


Ala 


Val 


Ala 


Leu 


Ser 


Ser 


Ser 


Val 


Met 


Cys 




195 










200 










205 








Pro Asp 


Ala 


Arg 


Ser 


Arg 


Cys 


Pro 


Asp 


Gly 


Ser 


Thr 


Cys 


Cys 


Glu 


Leu 


210 










215 










220 










Pro Ser 


Gly 


Lys 


Tyr 


Gly 


Cys 


Cys 


Pro 


Met 


Pro 


Asn 


Ala 


Thr 


Cys 


Cys 


225 








230 










235 










240 


Ser Asp 


His 


Leu 


His 


Cys 


Cys 


Pro 


Gin 


Asp 


Thr 


Val 


Cys 


Asp 


Leu 


He 








245 










250 










255 




Gin Ser 


Lys 


Cys 


Leu 


Ser 


Lys 


Glu 


Asn 


Ala 


Thr 


Thr 


Asp 


Leu 


Leu 


Thr 






260 










265 










270 






Lys Leu 


Pro 


Ala 


His 


Thr 


Val 


Gly 


Asp 


Val 


Lys 


Cys 


Asp 


Met 


Glu 


Val 



275 280 285 



Ser 


Cys 


Pro 


Asp 


Gly Tyr Thr Cys 




290 






295 


Gly 


Cys 


Cys 


Pro 


Phe Thr Gin Ala 


305 








310 


Cys 


Cys 


Pro 


Ala 


Gly Phe Thr Cys 










325 


Gin 


Gly 


Pro 


His 


Gin Val Pro Trp 








340 




Ser 


Leu 


Pro 


Asp 

XT 


Pro Gin Ala Leu 






355 




360 


Val 


Ser 


Ser 


Cys 


Pro Ser Ser Asp 




370 






375 


Glu 


Trp 


Gly 


Cys 


Cys Pro lie Pro 


385 








390 


Gin 


His 


Cys 


Cys 


Pro Gin Gly Tyr 










405 


Gin 


Arq 


Gly 


Ser 


Glu lie Val Ala 








420 




Arg 


Ala 


Ser 


Leu 


Ser His Pro Arg 






435 




440 


Ser 


Cys 


Pro 


Val 


Gly Gly Thr Cys 




450 






4 55 


Ala 


Cys 


Cys 


Gin 


Leu Pro His Ala 


465 








470 


Cys 


Cys 


Pro 


Ala 


Gly Tyr Thr Cys 










485 


Lys 


Glu 


Val 


Val 


Ser Ala Gin Pro 








500 




His 


Val 


Gly 


Val 


Lys Asp Val Glu 






515 




520 


Asp 

XT 


Asn 


Gin 


Thr 


Cys Cys Arg Asp 




530 






53 5 


Pro 


Tyr 


Arg 


Gin 


Gly Val Cys Cys 


545 








550 


Ala 


Gly 


Phe 


Arg 


Cys Ala Ala Arg 










565 


Ala 


Pro 


Arg 


Trp 


Asp Ala Pro Leu 








580 




Leu 











Cys 


Arg 


Leu 


Gin Ser Gly 


Ala 


Trp 








300 






Val 


Cys 


Cys 


Glu Asp His 


He 


His 






315 






320 


Asp 


Thr 


Gin 


Lys Gly Thr 


Cys 


Glu 




330 






335 




Met 


Glu 


Lys 


Ala Pro Ala 


His 


Leu 


345 






350 






Lys 


Arg 


Asp 


Val Pro Cys 


Asp 


Asn 








365 






Thr 


Cys 


Cys 


Gin Leu Thr 


Ser 


Gly 








380 






Glu 


Ala 


Val 


Cys Cys Ser 


Asp 


His 






395 






400 


Thr 


Cys 


Val 


Ala Glu Gly 


Gin 


Cys 




410 






415 




Gly 


Leu 


Glu 


Lys Met Pro 


Ala 


Arg 


425 






430 






Asp 


He 


Gly 


Cys Asp Gin 


His 


Thr 








445 






Cys 


Pro 


Ser 


Leu Gly Gly 


Ser 


Trp 








460 






Val 


Cys 


Cys 


Glu Asp Arg 


Gin 


His 






475 






480 


Asn 


Val 


Lys 


Ala Arg Ser 


Cys 


Glu 




490 






495 




Ala 


Thr 


Phe 


Leu Ala Arg 


Ser 


Pro 


505 






510 






Cys 


Gly 


Glu 


Gly His Phe 


Cys 


His 








525 






Asn 


Arg 


Gin 


Gly Trp Ala 


Cys 


Cys 








540 






Ala 


Asp 


Arq 


Arg His Cys 


Cys 


Pro 






555 






560 


Gly 


Thr 


Lys 


Cys Leu Arg 


Arg 


Glu 




570 






575 




Arg 


Asp 


Pro 


Ala Leu Arg 


Gin 


Leu 


585 






590 







<210> 2 

<211> 593 

<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Trp 


Thr 


Leu 


Val Ser Trp Val 


Ala 


Leu 


Thr 


Ala Gly Leu 


Val 


Ala 


1 








5 




10 






15 




Gly Thr 


Arg 


Cys 


Pro Asp Gly Gin 


Phe 


Cys 


Pro 


Val Ala Cys 


Cys 


Leu 








20 




25 






30 






Asp 


Pro 


Gly 


Gly 


Ala Ser Tyr Ser 


Cys 


Cys 


Arg 


Pro Leu Leu 


Asp 


Lys 






35 




40 








45 






Trp 


Pro 


Thr 


Thr 


Leu Ser Arg His 


Leu 


Gly 


Gly 


Pro Cys Gin 


Val 


Asp 




50 






55 








60 






Ala 


His 


Cys 


Ser 


Ala Gly His Ser 


Cys 


He 


Phe 


Thr Val Ser 


Gly 


Thr 


65 








70 






75 






80 


Ser 


Ser 


Cys 


Cys 


Pro Phe Pro Glu 


Ala 


Val 


Ala 


Cys Gly Asp 


Gly 


His 










85 




90 






95 




His 


Cys 


Cys 


Pro 


Arg Gly Phe His 


Cys 


Ser 


Ala 


Asp Gly Arg 


Ser 


Cys 








100 




105 






110 







2 



Phe 


Gin 


Arg 


Ser 


Gly 

2 


Asn 


Asn 


Ser 


Val 


Gly 


Ala 


He 


Gin 


Cys 


Pro 


Asp 






115 








120 










125 








Ser 


Gin 


Phe 


Glu 


Cys 


Pro 


Asp 


Phe 


Ser 


Thr 


Cys 


Cys 


Val 


Met 


Val 


Asp 




130 










135 










140 










Gly 

w 2 


Ser 


Trp 


Gly 


Cys 


Cys 


Pro 


Met 


Pro 


Gin 


Ala 


Ser 


Cys 


Cys 


Glu 


Asp 


145 










150 










155 










160 


Arg 


Val 


His 


Cys 


Cys 


Pro 


His 


Gly 


Ala 


Phe 


Cys 


Asp 


Leu 


Val 


His 


Thr 










165 










170 










175 




Arg 


Cys 


He 


Thr 


Pro 


Thr 


Gly 


Thr 


His 


Pro 


Leu 


Ala 


Lys 


Lys 


Leu 


Pro 








180 










185 










190 






Ala 


Gin 


Arg 


Thr 


Asn 


Arg 


Ala 


Val 


Ala 


Leu 


Ser 


Ser 


Ser 


Val 


Met 


Cys 






195 










200 










205 








Pro 


Asp 


Ala 


Arg 


Ser 


Arg 


Cys 


Pro 


Asp 


Gly 


Ser 


Thr 


Cys 


Cys 


Glu 


Leu 




210 










215 










220 










Pro 


Ser 


Gly 

2 


Lys 


Tyr 


Gly 


Cys 


Cys 


Pro 


Met 


Pro 


Asn 


Ala 


Thr 


Cys 


Cys 


225 










230 










235 










240 


Ser 


Asp 


His 


Leu 


His 


Cys 


Cys 


Pro 


Gin 


Asp 


Thr 


Val 


Cys 


Asp 


Leu 


He 










245 










250 










255 




Gin 


Ser 


Lys 


Cys 


Leu 


Ser 


Lys 


Glu 


Asn 


Ala 


Thr 


Thr 


Asp 


Leu 


Leu 


Thr 








260 










265 










270 






Lys 

2 


Leu 


Pro 


Ala 


His 


Thr 


Val 


Gly 


Asp 


Val 


Lys 


Cys 


Asp 


Met 


Glu 


Val 






275 










280 










285 








Ser 


Cys 


Pro 


Asp 

It 


Gly 


Tyr 


Thr 


Cys 


Cys 


Arg 


Leu 


Gin 


Ser Gly 


Ala 


Trp 




290 










295 










300 










Gly 


Cys 

^2 


Cys 


Pro 


Phe 


Thr 


Gin 


Ala 


Val 


Cys 


Cys 


Glu 


Asp 


His 


He 


His 


305 










310 










315 










320 


Cvs 


Cys 

2 


Pro 


Ala 


Gly 


Phe 


Thr 


Cys 


Asp 


Thr 


Gin 


Lys 


Gly Thr 


Cys 


Glu 










325 










330 










335 




Gin 


Gly 


Pro 


His 


Gin 


Val 


Pro 


Trp 


Met 


Glu 


Lys 


Ala 


Pro 


Ala 


His 


Leu 








340 










345 










350 






Ser 


Leu 


Pro 


Asp 


Pro 


Gin 


Ala 


Leu 


Lys 


Arg 


Asp 


Val 


Pro 


Cys 


Asp 


Asn 






355 










360 










365 








Val 


Ser 


Ser 


Cys 


Pro 


Ser 


Ser 


Asp 


Thr 


Cys 


Cys 


Gin 


Leu 


Thr 


Ser 


Gly 




370 










375 










380 










Glu 


Trp 

IT 


Gly 


Cys 


Cys 


Pro 


He 


Pro 


Glu 


Ala 


Val 


Cys 


Cys 


Ser 


Asp 


His 


385 










390 










395 










400 


Gin 


His 


Cys 


Cys 


Pro 


Gin 


Gly 


Tyr 


Thr 


Cys 


Val 


Ala 


Glu Gly 


Gin 


Cys 










405 










410 










415 




Gin 


Arq 


Gly 


Ser 


Glu 


He 


Val 


Ala 


Gly 


Leu 


Glu 


Lys 


Met 


Pro 


Ala 


Arg 








420 










425 










430 






Arg 


Ala 


Ser 


Leu 


Ser 


His 


Pro 


Arg 


Asp 


He 


Gly Cys 


Asp 


Gin 


His 


Thr 






435 










440 










445 








Ser 


Cvs 


Pro 


Val 


Gly 


Gin 


Thr 


Cys 


Cys 


Pro 


Ser 


Leu 


Gly Gly 


Ser 


Trp 




450 










455 










460 










Ala 


Cys 


Cys 


Gin 


Leu 


Pro 


His 


Ala 


Val 


Cys 


Cys 


Glu 


Asp 


Arg 


Gin 


His 


465 










470 










475 










480 


Cys 


Cys 


Pro 


Ala 


Gly 


Tyr 


Thr 


Cys 


Asn 


Val 


Lys 


Ala 


Arg 


Ser 


Cys 


Glu 










485 










490 










495 




Lys 

2 


Glu 


Val 


Val 


Ser 


Ala 


Gin 


Pro 


Ala 


Thr 


Phe 


Leu 


Ala Arg 


Ser 


Pro 






500 










505 










510 






His 


Val 


Gly 


Val 


Lys 


Asp 


Val 


Glu 


Cys 


Gly 


Glu Gly 


His 


Phe 


Cys 


His 






515 










520 










525 








Asp 


Asn 


Gin 


Thr 


Cys 


Cys 


Arq 


Asp 


Asn 


Arg 


Gin 


Gly 


Trp 


Ala 


Cys 


Cys 




530 










535 










540 










Pro 


Tvr 


Ara 


Gin 


Gly 


Val 


Cys 

*~2 


Cys 

2 


Ala 


Asp 


Arg 


Arg 


His 


Cys 


Cys 


Pro 


545 










550 










555 










560 


Ala 


Gly 


Phe 


Arg 


Cys 


Ala 


Ala 


Arg 


Gly 


Thr 


Lys 


Cys 


Leu 


Arg 


Arg 


Glu 










565 










570 










575 




Ala 


Pro 


Arg 


Trp 


Asp 


Ala 


Pro 


Leu 


Arg 


Asp 


Pro 


Ala 


Leu 


Arg 


Gin 


Leu 








580 










585 










590 







Leu 



3 



<210> 3 

<211> 2178 

<212> DNA 

<213> Homo sapiens 



<400> 3 

gtagtctgag 

ccatgtggac 

gcccagatgg 

gctgctgccg 

cctgccaggt 

cttccagttg 

cacggggctt 

ccgtgggtgc 

gtgttatggt 

acagggtgca 

cacccacggg 

tggccttgtc 

cctgctgtga 

gctccgatca 

gcctctccaa 

gggatgtgaa 

agtcgggggc 

actgctgtcc 

accaggtgcc 

tgaagagaga 

aactcacgtc 

accagcactg 

gcgagatcgt 

gagacatcgg 

tgggtgggag 

actgctgccc 

tctctgccca 

agtgtgggga 

gctgggcctg 

ctgctggctt 

gggacgcccc 

ctctgcagcc 

ccccctaacc 

gcctcaatct 

gccatcccct 

tgtttgtgtg 

aaaaaaaaaa 



cgctacccgg 
cctggtgagc 
tcagttctgc 
tccccttctg 
tgatgcccac 
ctgccccttc 
ccactgcagt 
catccagtgc 
cgatggctcc 
ctgctgtccg 
cacccacccc 
cagctcggtc 
gctgcccagt 
cctgcactgc 
ggagaacgct 
atgtgacatg 
ctggggctgc 
cgcggggttt 
ctggatggag 
tgtcccctgt 
tggggagtgg 
ctgcccccag 
ggctggactg 
ctgtgaccag 
ctgggcctgc 
ggctggctac 
gcctgccacc 
aggacacttc 
ctgtccctac 
ccgctgcgca 
tttgagggac 
ctcgggaccc 
aaattctccc 
aaggccttcc 
ccccgtttca 
tgtgcgcgtg 
aaaaaaaa 



ttgctgctgc 
tgggtggcct 
cctgtggcct 
gacaaatggc 
tgctctgccg 
ccagaggccg 
gcagacgggc 
cctgatagtc 
tgggggtgct 
cacggtgcct 
ctggcaaaga 
atgtgtccgg 
gggaagtatg 
tgcccccaag 
accacggacc 
gaggtgagct 
tgccctttta 
acgtgtgaca 
aaggccccag 
gataatgtca 
ggctgctgtc 
ggctacacgt 
gagaagatgc 
cacaccagct 
tgccagttgc 
acctgcaacg 
ttcctggccc 
tgccatgata 
cgccagggcg 
gccaggggta 
ccagccttga 
cactcggagg 
tggaccccat 
ctgtcagaag 
gtggaccctg 
tgcgtttcaa 



ccaaggaccg 
taacagcagg 
gctgcctgga 
ccacaacact 
gccactcctg 
tggcatgcgg 
gatcctgctt 
agttcgaatg 
gccccatgcc 
tctgcgacct 
agctccctgc 
acgcacggtc 
gctgctgccc 
acactgtgtg 
tcctcactaa 
gcccagatgg 
cccaggctgt 
cgcagaaggg 
ctcacctcag 
gcagctgtcc 
caatcccaga 
gtgtagctga 
ctgcccgccg 
gcccggtggg 
cccatgctgt 
tgaaggctcg 
gtagccctca 
accagacctg 
tctgttgtgc 
ccaagtgttt 
gacagctgct 
gtgccctctg 
tctgagctcc 
ggggttgtgg 
tggccaggtg 
taaagtttgt 



cggagtcgga 
gctggtggct 
ccccggagga 
gagcaggcat 
catctttacc 
ggatggccat 
ccaaagatca 
cccggacttc 
ccaggcttcc 
ggttcacacc 
ccagaggact 
ccggtgccct 
aatgcccaac 
tgacctgatc 
gctgcctgcg 
ctatacctgc 
gtgctgtgag 
tacctgtgaa 
cctgccagac 
ctcctccgat 
ggctgtctgc 
ggggcagtgt 
ggcttcctta 
gcagacctgc 
gtgctgcgag 
atcctgcgag 
cgtgggtgtg 
ctgccgagac 
tgatcggcgc 
gcgcagggag 
gtgagggaca 
ctcaggcctc 
ccatcaccat 
caaaagccac 
cttttcccta 
acactttcaa 



cgcaggcaga 
ggaacgcggt 
gccagctaca 
ctgggtggcc 
gtctcaggga 
cactgctgcc 
ggtaacaact 
tccacgtgct 
tgctgtgaag 
cgctgcatca 
aacagggcag 
gatggttcta 
gccacctgct 
cagagtaagt 
cacacagtgg 
tgccgtctac 
gaccacatac 
caggggcccc 
ccacaagcct 
acctgctgcc 
tgctcggacc 
cagcgaggaa 
tcccacccca 
tgcccgagcc 
gatcgccagc 
aaggaagtgg 
aaggacgtgg 
aaccgacagg 
cactgctgtc 
gccccgcgct 
gtactgaaga 
cctagcacct 
gggaggtggg 
attacaagct 
tccacagggg 
aaaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2178 



<210> 4 
<211> 589 
<212> PRT 

<213> Mus musculus 



<400> 4 



Met Trp Val Leu 


Met 


Ser 


Trp 


Leu 


Ala 


Phe 


Ala 


Ala 


Gly 


Leu 


Val 


Ala 


1 


5 










10 










15 




Gly Thr Gin Cys 


Pro 


Asp 


Gly Gin 


Phe 


Cys 


Pro 


Val 


Ala 


Cys 


Cys 


Leu 


20 










25 










30 






Asp Gin Gly Gly Ala 


Asn 


Tyr 


Ser 


Cys 


Cys 


Asn 


Pro 


Leu 


Leu 


Asp 


Thr 


35 






40 










45 








Trp Pro Arg lie 


Thr 


Ser 


His 


His 


Leu 


Asp 


Gly 


Ser 


Cys 


Gin 


Thr 


His 


50 






55 










60 










Gly His Cys Pro 


Ala 


Gly 


Tyr 


Ser 


Cys 


Leu 


Leu 


Thr 


Val 


Ser Gly Thr 


65 




70 










75 










80 



4 



Ser 


Ser 


Cys 


Cvs 


Pro 


Phe 


Ser 


Lys 

2 " 










85 








His 


Cys 


Cys 


Pro 


Gin 


Gly 


Phe 


His 








100 










Phe 


Gin 


Met 


Ser 


Asp 


Asn 


Pro 


Leu 






115 










120 


Gin 


Phe 


Glu 


Cys 


Pro 


Asp 


Ser 


Ala 




130 










135 




Ser 


Trp 


Gly 


Cys 


Cys 


Pro 


Met 


Pro 


14 5 










150 






Val 


His 


Cys 


Cys 

2 


Pro 


His 


Gly 


Ala 










165 








Cys 


Val 


Ser 


Pro 


Thr 


Gly 

2 


Thr 


His 








180 










Gin 


Lys 


Thr 


Asn 


Arq 


Ala 


Val 


Ser 






195 










200 


Asp 


Ala 


Lys 


Thr 


Gin 


Cys 


Pro 


Asp 




210 










215 




Thr 


Gly 


Lys 


Tyr 

2 


Gly 


Cys 

2 


Cys 

2 


Pro 


225 










230 






Asp 


His 


Leu 


His 


Cys 


Cys 


Pro 


Gin 










245 








Ser 


Lvs 


Cys 


Leu 


Ser 


Lys 

2 w 


Asn 


Tvr 

2 








260 










Pro 


Gly 


Tvr 


Pro 


Val 


Lvs 


Glu 


Val 






275 










280 


Pro 


Glu 


Gly 


Tvr 


Thr 


Cvs 


Cvs 

2 ^ 


Arq 




290 










295 




Cys 


Pro 


Phe 


Ala 


Lys 

2 


Ala 


Val 


Cys 


305 










310 






Pro 


Ala 


Gly 


Phe 


Gin 


Cys 


His 


Thr 










325 








He 


Leu 


Gin 


Val 


Pro 


Trp 


Met 


Lys 








340 










Pro 


Asp 


Pro 


Gin 


He 


Leu 


Lys 


Ser 






355 










360 


Arg 


Cys 


Pro 


Thr 


Asn 


Asn 


Thr 


Cys 




370 










375 




Gly 


Cvs 

2 


Cvs 


Pro 


He 


Pro 


Glu 


Ala 


385 










390 






Cys 


Cvs 


Pro 


Gin 


Gly 


Phe 


Thr 


Cvs 

2 " 










405 








Gly 


Asp 


Thr 


Met 


Val 


Ala 


Gly 


Leu 








420 










Thr 


Pro 


Leu 


Gin 


He 


Gly 


Asp 


He 






435 










440 


Pro 


Val 


Gly 


Gin 


Thr 


Cys 


Cys 


Pro 




450 










455 




Cvs 


Gin 


Leu 


Pro 


His 


Ala 


Val 


Cys 


465 










470 






Pro 


Ala 


Glv 


Tvr 


Thr 


Cys 


Asn 


Val 










485 








Val 


Asp 


Phe 


He 


Gin 


Pro 


Pro 


Val 








500 










Gly 


Asn 


Val 


Glu 


Cvs 


Gly 


Glu 


Gly 






515 










520 


Cys 


Cys 


Lys 


Asp 


Ser 


Ala 


Gly 


Val 




530 










535 




Gly 


Val 


Cys 


Cys 


Arg 


Asp 


Gly 


Arg 


545 










550 






Cys 


Ser 


Ala 


Arg 


Gly 


Thr 


Lys 


Cys 



565 



Gly 


Val 


Ser 


Cys 


Gly 


Asp 


Gly 


Tyr 




90 










95 




Cys 


Ser 


Ala 


Asp 


Gly 


Lys 


Ser 


Cys 


105 










110 






Gly 


Ala 


Val 


Gin 


Cys 


Pro 


Gly 


Ser 










125 








Thr 


Cys 


Cys 


He 


Met 


Val 


Asp 


Gly 








140 










Gin 


Ala 


Ser 


Cys 


Cys 


Glu 


Asp 


Arg 






155 










160 


Ser 


Cys 


Asp 


Leu 


Val 


His 


Thr 


Arg 




170 










175 




Thr 


Leu 


Leu 


Lys 


Lys 


Phe 


Pro 


Ala 


185 










190 






Leu 


Pro 


Phe 


Ser 


Val 


Val 


Cys 


Pro 










205 








Asp 


Ser 


Thr 


Cys 


Cys 


Glu 


Leu 


Pro 








220 










Met 


Pro 


Asn 


Ala 


He 


Cys 


Cys 


Ser 






235 










240 


Asp 


Thr 


Val 


Cys 


Asp 


Leu 


He 


Gin 




250 










255 




Thr 


Thr 


Asp 


Leu 


Leu 


Thr 


Lys 


Leu 


265 










270 






Lys 


Cys 


Asp 


Met 


Glu 


Val 


Ser 


Cys 










285 








Leu 


Asn 


Thr 


Gly 


Ala 


Trp 


Gly 


Cys 








300 










Cys 


Glu 


Asp 


His 


He 


His 


Cys 


Cys 






315 










320 


Glu 


Lys 


Gly 


Thr 


Cys 


Glu 


Met 


Gly 




330 










335 




Lys 


Val 


He 


Ala 


Pro 


Leu 


Arg 


Leu 


345 










350 






Asp 


Thr 


Pro 


Cys 


Asp 


Asp 


Phe 


Thr 










365 








Cys 


Lys 


Leu 


Asn 


Ser 


Gly 


Asp 


Trp 








380 










Val 


Cys 


Cys 


Ser 


Asp 


Asn 


Gin 


His 






395 










400 


Leu 


Ala 


Gin 


Gly 


Tyr 


Cys 


Gin 


Lys 




410 










415 




Glu 


Lys 


He 


Pro 


Ala 


Arg 


Gin 


Thr 


425 










430 






Gly 


Cys 


Asp 


Gin 


His 


Thr 


Ser 


Cys 










445 








Ser 


Leu 


Lys 


Gly 


Ser 


Trp 


Ala 


Cys 








460 










Cys 


Glu 


Asp 


Arg 


Gin 


His 


Cys 


Cys 






475 










480 


Lys 

2 


Ala 


Arg 


Thr 


Cys 


Glu 


Lys 


Asp 




490 










495 




Leu 


Leu 


Thr 


Leu 


Gly 


Pro 


Lys 


Val 


505 










510 






His 


Phe 


Cys 


His 


Asp 


Asn 


Gin 


Thr 










525 








Trp 


Ala 


Cys 


Cys 


Pro 


Tyr 


Leu 


Lys 








540 










His 


Cys 


Cys 


Pro 


Gly 


Gly 


Phe 


His 






555 










560 


Leu 


Arg 


Lys 


Lys 


He 


Pro 


Arg 


Trp 



570 575 



Asp Met Phe Leu Arg Asp Pro Val 
580 



<210> 5 

<211> 589 

<212> PRT 

<213> Mus musculus 



<400> 5 



Met 


up 


Val 


Leu 


Met 


Ser 


Trp 


Leu 


1 








5 








Glv 


Thr 


Gin 


Cys 


Pro 


Asp 


Gly Gin 








20 










Asp 


Gin 


Glv 


Glv 


Ala 


Asn 


Tyr 


Ser 






35 










40 


lip 


Pro 


Arg 


He 


Thr 


Ser 


His 


His 




50 










55 




Glv 


His 


Cys 


Pro 


Ala Gly 


Tyr 


Ser 


65 










70 






Ser 


Ser 


Cys 


Cys 


Pro 


Phe 


Ser 


Lys 










85 








His 


Cys 


Cys 


Pro 


Gin Gly 


Phe 


His 








100 










Phe 


Gin 


Met 


Ser 


Asp Asn 


Pro 


Leu 






115 










120 


m n 

will 


ir 11C 




v_- _y o 


Pro Asp 


Ser 


Ala 




130 










135 




QC1 




Gly 


Cys 


Cys 


Pro 


Met 


Pro 


145 










150 






Val 


His 


Cys 


Cys 


Pro 


His 


Gly Ala 










165 








y o 


Val 


Ser 


Pro 


Thr Gly 


Thr 


His 








180 










Gin 


Lys 


Thr 


Asn 


Arg Ala 


Val 


Ser 






195 










200 


Asp 


Ala 


Lys 


Thr 


Gin 


Cys 


Pro Asp 




210 










215 




Thr 


Gly 


Lys 


Tv""* 


Gly 


Cys 


Cys 


Pro 


225 










230 






Asp 


His 


Leu 


His 


Cys 


Cys 


Pro 


Gin 










245 








Ser 


Lys 


Cys 


Leu 


Ser 


Lys 


Asn 


Tyr 








260 










Pro 


Glv 


Tvr 
j 


Pro 


Val 


Lys 


Glu 


Val 






275 










280 


ex. \j 


\J -L LL 


Rl v 


lyr 


Thr 


Cys 


Cys 


Arg 




290 










295 




Cys 


Pro 


Phe 


Ala 


Lys 


Ala 


Val 


Cys 


305 










310 






Pro 


Ala 


Gly 


Phe 


Gin 


Cys 


His 


Thr 










325 








He 


Leu 


Gin 


Val 


Pro 


Trp 


Met 


Lys 








340 










Pro 


Asp 


Pro 


Gin 


He 


Leu 


Lys 


Ser 






355 










360 


Arg 


Cys 


Pro 


Thr 


Asn 


Asn 


Thr 


Cys 




370 










375 




Gly 


Cys 


Cys 


Pro 


He 


Pro 


Glu 


Ala 


385 










390 






Cys 


Cys 


Pro 


Gin 


Gly Phe 


Thr 


Cys 










405 









Pro Arg Pro Leu Leu 
585 



Ala 


Phe 
10 


Ala 


Ala 


Gly 


Leu 


Val 
15 


Ala 


Phe 


Cvs 


Pro 


Val 


Ala 


Cys 


Cys 


Leu 


25 










30 






Cys 


Cvs 


Asn 


Pro 


Leu 
45 


Leu 


Asp 


Thr 


Leu 


Asp 


Gly 


Ser 
60 


Cvs 


Gin 


Thr 


His 


Cvs 


Leu 


Leu 
75 


Thr 


Val 


Ser 


Gly 


Thr 
80 


Glv 


Val 
90 


Ser 


Cvs 


Gly 


Asp 


Gly 
95 


Tyr 


Cys 


Ser 


Ala 


Asp 


Gly 


Lys 


Ser 


Cys 


105 










110 






Glv 


Ala 


Val 


Gin 


Cys 
125 


Pro 


Gly 


Ser 


Thr 


Cys 


Cvs 


He 
140 


Met 


Val 


ASP 


Gly 


Gin 


Ala 


Ser 
155 


Cvs 


Cys 


Glu 


ASP 


Arq 
160 


Ser 


Cvs 
170 


Asp 


Leu 


Val 


His 


Thr 
175 


Arq 


Thr 


Leu 


Leu 


Lys 


Lys 


Phe 


Pro 


Ala 


185 










190 






Leu 


Pro 


Phe 


Ser 


Val 
205 


Val 


Cvs 


Pro 


Asp 


Ser 


Thr 


Cvs 
220 


Cvs 


Glu 


Leu 


Pro 


Met 


Pro 


Asn 
235 


Ala 


He 


Cvs 


Cvs 


Ser 
240 


Asp 


Thr 
250 


Val 


Cvs 


Asp 


Leu 


He 
255 


Gin 


Thr 


Thr 


Asp 


Leu 


Leu 


Thr 


Lys 


Leu 


265 










270 






Lys 


Cys 


Asp 


Met 


Glu 
285 


Val 


Ser 


Cys 


Leu 


Asn 


Thr 


Glv 
300 


Ala 


Trp 


Glv 


Cvs 


Cys 


Glu 


Asp 
315 


His 


He 


His 


Cys 


Cys 
320 


Glu 


Lys 
330 


Gly 


Thr 


Cys 


Glu 


Met 
335 


Gly 


Lys 


Val 


He 


Ala 


Pro 


Leu 


Arg 


Leu 


345 










350 






Asp 


Thr 


Pro 


Cys 


Asp 
365 


Asp 


Phe 


Thr 


Cys 


Lys 


Leu 


Asn 
380 


Ser 


Gly 


Asp 


Trp 


Val 


Cys 


Cys 
395 


Ser 


Asp 


Asn 


Gin 


His 
400 


Leu 


Ala 
410 


Gin 


Gly 


Tyr 


Cys 


Gin 
415 


Lys 
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Gly Asp 


Thr 


Met 


Val 


Ala Gly Leu Glu 


Lys 


He 


Pro 


Ala 


Arg 


Gin 


Thr 






420 




42 5 










430 






Thr Pro 


Leu 


Gin 


He 


Gly Asp He Gly 


Cys 


Asp 


Gin 


His 


Thr 


Ser 


Cys 




435 






440 








445 








Pro Val 


Gly 


Gin 


Thr 


Cys Cys Pro Ser 


Leu 


Lys 


Gly 


Ser 


Trp 


Ala 


Cys 


450 








455 






460 










Cys Gin 


Leu 


Pro 


His 


Ala Val Cys Cys 


Glu 


Asp 


Arg 


Gin 


His 


Cys 


Cys 


465 








470 




475 










480 


Pro Ala 


Gly 


Tyr 


Thr 


Cys Asn Val Lys 


Ala 


Arg 


Thr 


Cys 


Glu 


Lys 


Asp 








485 




490 










495 




Val Asp 


Phe 


He 


Gin 


Pro Pro Val Leu 


Leu 


Thr 


Leu 


Gly 


Pro 


Lys 


Val 






500 




505 










510 






Gly Asn 


Val 


Glu 


Cys 


Gly Glu Gly His 


Phe 


Cys 


His 


Asp 


Asn 


Gin 


Thr 




515 






520 








525 








Cys Cys 


Lys 


Asp 


Ser Ala Gly Val Trp 


Ala 


Cys 


Cys 


Pro 


Tyr 


Leu 


Lys 


530 








535 






540 










Gly Val 


Cys 


Cys 


Arg 


Asp Gly Arg His 


Cys 


Cys 


Pro 


Gly 


Gly 


Phe 


His 


545 








550 




555 










560 


Cys Ser 


Ala 


Arg 


Gly Thr Lys Cys Leu 


Arg 


Lys 


Lys 


He 


Pro 


Arg 


Trp 








565 




570 










575 




Asp Met 


Phe 


Leu 


Arg Asp Pro Val Pro 


Arg 


Pro 


Leu 


Leu 









580 585 



<210> 6 
<211> 2145 
<212> DNA 

<213> Mus musculus 
<400> 6 

gagatgcctc ccagggagcc cggaccccga cgcaggcaga ccatgtgggt cctgatgagc 60 

tggctggcct tcgcggcagg gctggtagcc ggaacacagt gtccagatgg gcagttctgc 12 0 

cctgttgcct gctgccttga ccagggagga gccaactaca gctgctgtaa ccctcttctg 180 

gacacatggc ctagaataac gagccatcat ctagatggct cctgccagac ccatggccac 240 

tgtcctgctg gctattcttg tcttctcact gtgtctggga cttccagctg ctgcccgttc 300 

tctaagggtg tgtcttgtgg tgatggctac cactgctgcc cccagggctt ccactgtagt 360 

gcagatggga aatcctgctt ccagatgtca gataacccct tgggtgctgt ccagtgtcct 420 

gggagccagt ttgaatgtcc tgactctgcc acctgctgca ttatggttga tggttcgtgg 480 

ggatgttgtc ccatgcccca ggcctcttgc tgtgaagaca gagtgcattg ctgtccccat 540 

ggggcctcct gtgacctggt tcacacacga tgcgtttcac ccacgggcac ccacacccta 600 

ctaaagaagt tccctgcaca aaagaccaac agggcagtgt ctttgccttt ttctgtcgtg 660 

tgccctgatg ctaagaccca gtgtcccgat gattctacct gctgtgagct acccactggg 720 

aagtatggct gctgtccaat gcccaatgcc atctgctgtt ccgaccacct gcactgctgc 780 

ccccaggaca ctgtatgtga cctgatccag agtaagtgcc tatccaagaa ctacaccacg 840 

gatctcctga ccaagctgcc tggataccca gtgaaggagg tgaagtgcga catggaggtg 900 

agctgccctg aaggatatac ctgctgccgc ctcaacactg gggcctgggg ctgctgtcca 960 

tttgccaagg ccgtgtgttg tgaggatcac attcattgct gcccggcagg gtttcagtgt 1020 

cacacagaga aaggaacctg cgaaatgggt atcctccaag taccctggat gaagaaggtc 1080 

atagcccccc tccgcctgcc agacccacag atcttgaaga gtgatacacc ttgtgatgac 1140 

ttcactaggt gtcctacaaa caatacctgc tgcaaactca attctgggga ctggggctgc 12 00 

tgtcccatcc cagaggctgt ctgctgctca gacaaccagc attgctgccc tcagggcttc 1260 

acatgtctgg ctcaggggta ctgtcagaag ggagacacaa tggtggctgg cctggagaag 1320 

atacctgccc gccagacaac cccgctccaa attggagata tcggttgtga ccagcatacc 1380 

agctgcccag tagggcaaac ctgctgccca agcctcaagg gaagttgggc ctgctgccag 1440 

ctgccccatg ctgtgtgctg tgaggaccgg cagcactgtt gcccggccgg gtacacctgc 1500 

aatgtgaagg cgaggacctg tgagaaggat gtcgatttta tccagcctcc cgtgctcctg 1560 

accctcggcc ctaaggttgg gaatgtggag tgtggagaag ggcatttctg ccatgataac 1620 

cagacctgtt gtaaagacag tgcaggagtc tgggcctgct gtccctacct aaagggtgtc 1680 

tgctgtagag atggacgtca ctgttgcccc ggtggcttcc actgttcagc caggggaacc 1740 

aagtgtttgc gaaagaagat tcctcgctgg gacatgtttt tgagggatcc ggtcccaaga 1800 

ccgctactgt aaggaagggc tacagactta aggaactcca cagtcctggg aaccctgttc 1860 

cgagggtacc cactactcag gcctccctag cgcctcctcc cctaacgtct ccccggccta 1920 



7 



ctcatcctga gtcaccctat caccatggga ggtggagcct caaactaaaa ccttctttta 1980 

tggaaagaag gctgtggcca aaagccccgt atcaaactgc catttcttcc ggtttctgtg 2040 

gaccttgtgg ccaggtgctc ttcccgagcc acaggtgttc tgtgagcttg cttgtgtgtg 2100 

tgtgcgcgtg tgcgtgtgtt gctccaataa agtttgtaca ctttc 2145 

<210> 7 
<211> 132 
<212> PRT 

<213> Homo sapiens 



<400> 7 




























nc l J— i y sd 


Ser 


Ser 


Gly 


Leu 


Phe 


Pro 


Phe 


Leu 


Val 


Leu 


Leu Ala 


Leu Gly 


1 






5 










10 








15 




XIII. JJCU 


an a 

r\± ct 


Dm 
c J. \J 


irp 


Ala 


Val 


Glu 


y 


Cpr 


Gly 


Lys 


Ser Phe 


Lys 


Ala 






20 










25 








30 






Gly Val 


Cys 


Pro 


Pro 


Lys 


Lys 


Ser 


Ala 


Gin 


Cys 


Leu 


Arg Tyr 


Lys 


Lys 




35 










40 










45 






Pro Glu 


Cys 


Gin 


Ser 


Asp 


Trp 


Gin 


Cys 


Pro 


Gly 


Lys 


Lys Arg 


Cys 


Cys 


50 










55 










60 








Pro Asp 


Thr 


Cys 


Gly 


lie 


Lys 


Cys 


Leu 


Asp 


Pro 


Val 


Asp Thr 


Pro 


Asn 


65 








70 










75 








80 


Pro Thr 


Arg 


Arg 


Lys 


Pro Gly Lys 


Cys 


Pro 


Val 


Thr 


Tyr Gly Gin 


Cys 








85 










90 








95 




Leu Met 


Leu 


Asn 


Pro 


Pro 


Asn 


Phe 


Cys 


Glu 


Met 


Asp 


Gly Gin 


Cys 


Lys 






100 










105 








110 






Arg Asp 


Leu 


Lys 


Cys 


Cys 


Met 


Gly 


Met 


Cys 


Gly 


Lys 


Ser Cys 


Val 


Ser 




115 










120 










125 






Pro Val 


Lys 


Ala 
























130 





























<210> 8 

<211> 625 

<212> DNA 

<213> Homo sapiens 



<400> 8 

agagtcactc 

gccctgggaa 

gtctgtcctc 

gactggcagt 

gatcctgttg 

ggccaatgtt 

gacttgaagt 

ttcctgccat 

ctgagacttg 

tttcaagaag 

aaaaaaaaaa 



ctgccttcac 
ctctggcacc 
ctaagaaatc 
gtccagggaa 
acaccccaaa 
tgatgcttaa 
gttgcatggg 
atggaggagg 
gctccaccac 
tgccagttga 
aaaaaaaaaa 



catgaagtcc 
ttgggctgtg 
tgcccagtgc 
gaagagatgt 
cccaacaagg 
cccccccaat 
catgtgtggg 
ctctggagtc 
tgatatcctc 
tcaatgaata 
aaaaa 



agcggcctct 
gaaggctctg 
cttagataca 
tgtcctgaca 
aggaagcctg 
ttctgtgaga 
aaatcctgcg 
ctgctctgtg 
ctttggggaa 
aataaacgag 



tccccttcct 
gaaagtcctt 
agaaacctga 
cttgtggcat 
ggaagtgccc 
tggatggcca 
tttcccctgt 
tggtccaggt 
aggcttggca 
cctatttctc 



ggtgctgctt 60 
caaagctgga 12 0 
gtgccagagt 180 
caaatgcctg 240 
agtgacttat 300 
gtgcaagcgt 360 
gaaagcttga 420 
cctttccacc 480 
cacagcaggc 54 0 
tttgcaaaaa 600 
625 



<210> 9 
<211> 131 
<212> PRT 

<213> Mus musculus 
<400> 9 

Met Lys Ser Cys Gly Leu Leu Pro Phe Thr Val Leu Leu Ala Leu Gly 

1 5 10 15 

lie Leu Ala Pro Trp Thr Val Glu Gly Gly Lys Asn Asp Ala lie Lys 

20 25 30 

lie Gly Ala Cys Pro Ala Lys Lys Pro Ala Gin Cys Leu Lys Leu Glu 
35 ' 40 45 



8 



Lys 


Pro Gin 


Cys 


Arg 


Thr 


Asp 


Trp Glu 


Cys 


Pro 


Gly Lys 


Gin 


Arg 


Cys 




50 








55 








60 








Cys 


Gin Asp 


Ala 


Cys 


Gly 


Ser 


Lys Cys 


Val 


Asn 


Pro Val 


Pro 


He 


Arg 


65 








70 








75 








80 


Lys 


Pro Val 


Trp 


Arg 


Lys 


Pro Gly Arg 


Cys 


Val 


Lys Thr 


Gin 


Ala 


Arg 








85 








90 








95 




Cys 


Met Met 


Leu 


Asn 


Pro 


Pro 


Asn Val 


Cys 


Gin 


Arg Asp 


Gly Gin 


Cys 






100 








105 








110 






Asp Gly Lys 


Tyr 


Lys 


Cys 


Cys 


Glu Gly 


He 


Cys 


Gly Lys 


Val 


Cys 


Leu 



115 120 125 



Pro Pro Met 
130 



<210> 10 
<211> 1123 
<212> DNA 

<213> Mus musculus 



<400> 10 

ggcacgaggg 

gtcacttcca 

cacaaggtat 

tgtcttcttc 

tactctgatg 

gcaagactcc 

aatgcatgcc 

gtcatcagag 

tccttgctct 

aaatcggagc 

gccgtactga 

agtgcgtgaa 

aaactcaggc 

gtgacggcaa 

gagcctgatc 

acttccctgc 

aggcttggat 

cattcaccga 

ctatgcaaaa 



atgccaaacc 
gtacttggag 
gtctgactca 
aatgtaacct 
gcctcatggt 
tgttctgtgg 
actggggcca 
ctcccctgcc 
ggggatcctg 
ctgccctgct 
ctgggagtgc 
tcctgttccc 
aagatgtatg 
atacaagtgc 
cctgacattg 
tcccaggcgt 
cctgtggacc 
tctttaggga 
aaaaaaaaaa 



cctacctaac 
gagaaagcaa 
aaagttcagg 
caggacctag 
cctgcctgaa 
ctaagcttcc 
cgcctcctgg 
ttcaccatga 
gcaccctgga 
aaaaagcctg 
ccgggaaagc 
attcgcaaac 
atgcttaacc 
tgtgagggta 
gcgccggctc 
ccctgctccg 
agggttactg 
aatgctgttg 
aaaaaaaaaa 



cagaagaaga 
cgttcccatt 
ctctcgatga 
aacagcacct 
acagaaagtc 
tgcctgtgca 
taaagacata 
agtcctgcgg 
ctgtggaagg 
cccagtgcct 
agaggtgctg 
cagtgtggag 
ctcccaatgt 
tatgtgggaa 
tggactcgtg 
ggttccatgg 
ttttaccact 
gagagcaaat 
aaaaaaaaaa 



gaagaaaggc 
tacagctgag 
ctgtgcggtg 
tgcatgtgct 
tgccacctac 
agagccacag 
aatagtgatc 
ccttttacct 
aggcaaaaat 
taagcttgag 
ccaagatgct 
gaagcctggg 
ctgccagagg 
agtctgcctg 
ctcggtgtgc 
ctcccggctc 
aacatctcct 
aaataaacgc 
aaa 



cactgccgag 
taacaggagc 
ctgcccagtg 
ctcaggtggt 
ttctgtagca 
ggaggggcca 
ctcgggactg 
ttcacggtgc 
gatgctatca 
aagccacaat 
tgcggttcca 
aggtgcgtca 
gacgggcagt 
cccccgatgt 
tctggaaact 
cctgtatccc 
tttggctcag 
attcatttct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1123 



<210> 11 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> A T7 translation inititation sequence. 
<400> 11 

tctagaaata attttgttta actttaagaa ggagatata 

<210> 12 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Trp Thr Leu Val Ser Trp Val Ala Leu Thr Ala Gly Leu Val Ala 
15 10 15 



39 



9 



<210> 13 

<211> 41 

<212> PRT 

<213> Homo 



sapiens 



<400> 13 

Gly Thr Arg Cys Pro Asp Gly Gin 

1 5 
Asp Pro Gly Gly Ala Ser Tyr Ser 
20 

Trp Pro Thr Thr Leu Ser Arg His 
35 40 



Phe Cys Pro Val Ala Cys Cys Leu 

10 15 
Cys Cys Arg Pro Leu Leu Asp Lys 
25 ' 3 0 

Leu 



<210> 14 

<211> 56 

<212> PRT 

<213> Homo 



sapiens 



<400> 14 
Gly Gly Pro Cys 
1 

He Phe Thr Val 
20 

Val Ala Cys Gly 
35 

Ser Ala Asp Gly 
50 



Gin Val Asp Ala 
5 

Ser Gly Thr Ser 

Asp Gly His His 
40 

Arg Ser Cys Phe 
55 



His Cys Ser Ala 
10 

Ser Cys Cys Pro 
25 

Cys Cys Pro Arg 



Gly His Ser Cys 
15 

Phe Pro Glu Ala 
30 

Gly Phe His Cys 
45 



<210> 15 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Gin Arg Ser Gly Asn Asn Ser Val Gly 
1 5 



<210> 16 
<211> 57 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Ala He Gin Cys Pro Asp Ser Gin Phe Glu Cys Pro Asp Phe Ser Thr 

15 10 15 

Cys Cys Val Met Val Asp Gly Ser Trp Gly Cys Cys Pro Met Pro Gin 

20 25 30 

Ala Ser Cys Cys Glu Asp Arg Val His Cys Cys Pro His Gly Ala Phe 

35 40 45 

Cys Asp Leu Val His Thr Arg Cys He 
50 55 



<210> 17 

<211> 26 

<212> PRT 

<213> Homo 



sapiens 



10 



<400> 17 

Thr Pro Thr Gly Thr His Pro Leu 

1 5 
Thr Asn Arg Ala Val Ala Leu Ser 
20 



Ala Lys Lys Leu Pro Ala Gin Arg 

10 15 
Ser Ser 
25 



<210> 18 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Val Met Cys Pro Asp Ala Arg Ser 

1 5 
Cys Glu Leu Pro Ser Gly Lys Tyr 
20 

Thr Cys Cys Ser Asp His Leu His 

35 40 
Asp Leu lie Gin Ser Lys Cys Leu 
50 55 



Arg Cys Pro Asp Gly Ser Thr Cys 

10 15 
Gly Cys Cys Pro Met Pro Asn Ala 
25 ^ 30 

Cys Cys Pro Gin Asp Thr Val Cys 
45 



<210> 19 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Ser Lys Glu Asn Ala Thr Thr Asp Leu Leu Thr Lys Leu Pro Ala His 

1 5 10 15 

Thr Val Gly 



<210> 20 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Asp Val Lys Cys Asp Met Glu Val 

1 5 
Cys Arg Leu Gin Ser Gly Ala Trp 
20 

Val Cys Cys Glu Asp His lie His 

35 40 
Asp Thr Gin Lys Gly Thr Cys Glu 
50 55 



Ser Cys Pro Asp Gly Tyr Thr Cys 

10 " 15 

Gly Cys Cys Pro Phe Thr Gin Ala 
25 3 0 

Cys Cys Pro Ala Gly Phe Thr Cys 
45 



<210> 21 
<211> 27 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Gin Gly Pro His Gin Val Pro Trp 

1 5 
Ser Leu Pro Asp Pro Gin Ala Leu 
20 



Met Glu Lys Ala Pro Ala His Leu 

10 15 
Lys Arg Asp 
25 



11 



<210> 22 
<211> 54 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Val Pro Cys Asp Asn Val Ser Ser Cys Pro Ser Ser Asp Thr Cys Cys 

15 10 15 

Gin Leu Thr Ser Gly Glu Trp Gly Cys Cys Pro lie Pro Glu Ala Val 

20 25 30 

Cys Cys Ser Asp His Gin His Cys Cys Pro Gin Arg Tyr Thr Cys Val 

35 * 40 45 

Ala Glu Gly Gin Cys Gin 
50 



<210> 23 
<211> 24 
<212> PRT 

<213> Homo sapiens 
<400> 23 

Arg Gly Ser Glu lie Val Ala Gly Leu Glu Lys Met Pro Ala Arg Arg 

15 10 15 

Ala Ser Leu Ser His Pro Arg Asp 
20 



<210> 24 
<211> 55 
<212> PRT 

<213> Homo sapiens 
<400> 24 

lie Gly Cys Asp Gin His Thr Ser Cys Pro Val Gly Gly Thr Cys Cys 

15 10 15 

Pro Ser Leu Gly Gly Ser Trp Ala Cys Cys Gin Leu Pro His Ala Val 

20 25 30 

Cys Cys Glu Asp Arg Gin His Cys Cys Pro Ala Gly Tyr Thr Cys Asn 

35 40 45 

Val Lys Ala Arg Ser Cys Glu 
50 ~ 55 



<210> 25 
<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Lys Glu Val Val Ser Ala Gin Pro Ala Thr Phe Leu Ala Arg Ser Pro 

15 10 15 

His Val Gly Val Lys 
20 



<210> 26 

<211> 56 

<212> PRT 

<213> Homo 



sapiens 



12 



<400> 26 

Asp Val Glu Cys Gly Glu Gly His 

1 5 
Cys Arg Asp Asn Arg Gin Gly Trp 
20 

Val Cys Cys Ala Asp Arg Arg His 

35 40 
Ala Ala Arg Gly Thr Lys Cys Leu 
50 55 



Phe Cys His Asp Asn Gin Thr Cys 

10 15 
Ala Cys Cys Pro Tyr Arg Gin Gly 
25 30 
Cys Cys Pro Ala Gly Phe Arg Cys 
45 



<210> 27 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Arg Arg Glu Ala Pro Arg Trp Asp Ala Pro Leu Arg Asp Pro Ala Leu 

15 10 15 

Arg Gin Leu Leu 
20 



<210> 28 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Asn Ser Val Gly Ala lie Gin Cys Pro Asp Ser Gin Phe 
15 10 



<210> 29 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Ala Pro Ala His Leu Ser Leu Pro Asp Pro Gin Ala Leu Lys Arg Asp 

15 10 15 

Val Pro Cys Asp 
20 



<210> 30 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Val Gly Val Lys Asp Val Glu Cys Gly Glu Gly His Phe 
15 10 



<210> 31 

<211> 14 

<212> PRT 

<213> Homo 



sapiens 



13 



<400> 31 

Trp Pro Thr Thr Leu Ser Arg His Leu Gly Gly Pro Cys Gin 
15 10 



<210> 32 

<211> 13 

<212> PRT 

<213> Homo 



sapiens 



<400> 32 

Ala Ser Leu Ser His Pro Arg Asp He Gly Cys Asp Gin 
1 5 ~ 10 



14 



